
Women in Bioinformatics Forum ACM‐BCB
2013Ballroom D, Tuesday 12:15PM-1:15PM

Open to EVERYONE!  Lunch Provided!
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Career Path: Role, Challenge, and Action

Debra S Goldberg , Ph.D. Vanja Paunić, Ph.D. Student  
Louiqa Raschid, Ph.D.  Ellen M. Voorhees, Ph.D.  
Wei Wang Ph D Catie Welsh Ph D StudentWei Wang, Ph.D. Catie Welsh, Ph.D. Student

Panel Chair: Dr. May D. Wang

Prof. Clare Bates Congdon, PhD
Ti l A i P fTitle:  Associate Professor

Dept. of Computer Science

University of Southern Mainey

Email: congdon@usm.maine.edu

Web:   http://cs.usm.maine.edu/~congdon/

Steering Committee IEEE/ACM T ti C t ti lSteering Committee, IEEE/ACM Transactions on Computational 
Biology and Bioinformatics

Associate Editor, IEEE Transactions on Evolutionary Computation

Research Interests:

• Inference of candidate regulatory elements (DNA motif inference)

G i t i t ti• Gene‐environment interactions

• Phylogenetics

• Approaches: Data mining, agent‐based models, evolutionary computation, pp g g y p
complex adaptive systems

Funding:

• NIH COBRE (Quantitative Biology, PI: Dr. Jason Moore, Dartmouth)

• NSF CAREER



Prof. Adriana Compagnoni, PhD
• Title: Associate Professor

• Affiliation: Department of Computer Science, Stevens Institute of 
Technology

• Contact: adriana.compagnoni@stevens.edu

• Weblink:  www.cs.stevens.edu/~

• Research Interests :
• Modeling Languages for Stochastic Simulation and Prediction of Complex Biological 

Systems.

• Biomedical and Health Informatics for Personalized Health

– JAK‐STAT Signal Transduction Modelingg g

– Generation of Synthetic Data

– Health Data Analytics (NICU)

• Intracell lar Viral Traffic• Intracellular Viral Traffic

• Bacteria‐Materials interactions – Antibacterial Surfaces

Prof. Debra S Goldberg, PhD
• Title: Assistant Professor

• Affiliation: Department of Computer Science, Department of 
Applied Mathematics BioFrontiers Institute University ofApplied Mathematics, BioFrontiers Institute, University of 
Colorado Boulder; Computational Bioscience Program, University 
of Colorado Denver

• Contact: debra@colorado edu• Contact: debra@colorado.edu

• Weblink: http://www.cs.colorado.edu/~debra/

• Research Interests :
– Computational Molecular Biology

G d i k l i– Gene and protein network analysis

– Predictive topological measures

– Evolutionary models of protein interaction networksy p

– Complex Network Analysis

– Ecological Networks

Linguistic Networks– Linguistic Networks

– Computer Science Education



Vanja Paunić, PhD Student
• Title: PhD Candidate, Associate Bioinformatics Scientist

• Affiliation: Dept. of CS, University of Minnesota, National Marrow 
Donor Programg

• Contact: vpaunic@cs.umn.edu 

• Weblink: http://www‐users.cs.umn.edu/~vpaunic/

• Research Interests :
P di ti f HLA f SNP d t– Prediction of HLA genes from SNP data

– Resolving ambiguity in HLA typing

– Genetic ancestryy

– Pattern mining in biomedical data

– Disease associations

Genetic interactions– Genetic interactions

Professor Louiqa Raschid, Ph.D.
• Title: Professor

• Affiliation: Smith School of Business, Institute for Advanced 
Computer Studies, Department of Computer Science

University of Maryland

• Contact: louiqa@umiacs.umd.edu

• Weblink: http://www umiacs umd eduWeblink: http://www.umiacs.umd.edu

• Research Interests :

– Biomedical and Health Informatics.

– Graph data mining in annotated datasets.

– Pattern discovery using annotations and literature (sentence) imprint.

Graph summarization and structure learning– Graph summarization and structure learning.

– Annotation quality improvement using the expertise of the experts.

– Data science for macro-modeling in finance.

– Social media modeling, prediction and recommendation.



Ellen M. Voorhees, PhD
• Title: Computer Scientist

• Affiliation: National Institute of Standards and Technology (NIST)

• Contact: ellen.voorhees@nist.govg

• Weblink: trec.nist.gov (TREC web site)

• Research Interests :• Research Interests :
– Information Retrieval

– specifically, evaluation methodologies and infrastructural support for 
research

– Natural Language Processing

– Automatic analysis of clinical textAutomatic analysis of clinical text

Prof. May D Wang, PhD
• Title: Associate Professor, Georgia Cancer Coalition Distinguished Cancer 

Scholar

• Affiliation: Departments of Biomedical Engineering, Biomedical 
Informatics, Winship Cancer Institute, Institute for Bioengineering and 
Bioscience, Institute for People and Technology 

Georgia Institute of Technology and Emory University

• Contact: maywang@bme.gatech.edu

• Web: www.bme.gatech.edu/facultystaff/faculty_record.php?id=41

• Steering Committee Member: ACM/IEEE TCBB• Steering Committee Member: ACM/IEEE TCBB

• Research Interests :
Bi di l d H lth I f ti f P li d H lth– Biomedical and Health Informatics for Personalized Health

– Bioinformatics Algorithm Development for Next Generation Sequencing, 
Proteomics, Lipidomics, and Metabolomics Data Analysis

– Imaging Informatics for Next Generation Pathology

– Health Data Analytics for Chronic and Acute Condition Monitoring

– Dynamic Systems Modeling for PredictionDynamic Systems Modeling for Prediction

– Biomedical Image Analysis for Clinical Decision Support System



Prof. Wei Wang, PhD
• Title: Professor

• Affiliation: Department of Computer Science, University of 
California, Los Angeles

• Contact: weiwang@cs.ucla.edu

• Weblink:  www.cs.ucla.edu/~weiwang

R h I• Research Interests :
– Big data analytics

– Scalable methods for genotype-phenotype association studyScalable methods for genotype phenotype association study

– Network analysis

– Computational structural biology

Hi h th h t l i– High throughput sequence analysis

Catie Welsh, PhD Student
• PhD Student, UNC‐Chapel Hill 

• Instructor, Rhodes College

• Contact: welshc@rhodes.edu

• Weblink: http://cs.rhodes.edu/~welshc/

• Research Interests :
– Bioinformatics & Computational Genetics– Bioinformatics & Computational Genetics

– Analyzing underlying genomic structure of genetic reference 
populations

M i ll i f ti t i d i– Maximally informative genotyping array design

– High-Throughput Sequencing Data Analysis



Women in Bioinformatics Blog

Topics for WiB – Education & Research
1) What are the strengths and weaknesses of the current bioinformatics 

courses and how can they be improved?

2) What do you think are the growing areas of research in bioinformatics?

3) What are the benefits of finding a mentor and how do I form that 
relationship?

4) How to stay motivated and excited about your research in grad school? 

5) What are some challenges women are facing in bioinformatics? How 
can we convince more women to enter bioinformatics?

6) How does working with professionals in other fields changes your 
research overview?

7) What are the benefits of working with natural scientists and engineers?

8) What do you think about open vs. closed source research? Additionally, 
open vs. closed validation and data sharing?



Topics for WiB – Career & Family
1) What are the essential skills students should acquire if they want to 

pursue research in bioinformatics? 

2) What particular skills do faculty look for in hiring PhD students or Post‐
Doc?

3) How to build relevant professional connections while in grad school?

4) Does industry require a different set of skills  for bioinformatics in 
d ?comparing to academia?

5) What are the pros and cons of working in academia versus in industry?

6) What are the types of industry jobs that someone in bioinformatics 
would be qualified for? 

7) How to balance career versus family?

8) What are your tips for solving the two‐body problem when applying for 
jobs upon graduation?
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